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* M tuberculosis complex
(M. tuberculosis, M. bovis, M. africanum, M. microti M. caprae)

* M fortuitum complex
(M. fortuitum, M. farcinogenes, M. porcinum, M. senegalense)

* M abscessus complex
(M. abscessus subsp. abscessus, M. abscessus subsp. bolleti; M. abscessus subsp.
massiliense)
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- M austroafricanum /| M. vanbaalenii

« M canariasense / M. cosmeticum
« M murale/ M. tokaiense

M eburneum / M. talmoniae
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